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Association of MEOX2 Polymorphism with
Nonsyndromic Cleft Palate Only in a comparison
WX oM 4

between a Japanese population and a Vietnamese

population.
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SEMERE7e & OIEBEME N BHOJRRIBE TIEBEIZ WD < DT R S 723,
F R OB THIZHR D 7 WIFEBEME N BHOIRA & 72 585 72 RO
FUTIFZ L A EMEDR R, 2O T, il Y HE T HARADOIE G D
LA OBRMIEER & LT Mesenchyme Homeobox 2 (MEOX2) 1Z#H L
TWb, Meox2 ¥~ 7 ZARLMEEOIAT, AR HAE L= TCDD #
B~ 2 2B L HFRETIE, 5 3 FHOFMTCRAZFREEA N =X
LELTHEN BB SN RITEEEMAEER L TARKIIRET D L
WO AEEMEZ A LTV D, L L b, ZHUIBEFRIRIT R4 K
WMELTBY ., DHEHEROMICKIT 2 OB HOBABKEF L~V TO
R R I+ TIE 7220,

E hOBEEFHRICEBWNT, BAABIOXX M T AAND MEOXZ
(rs2237493) 815 A R L CIERNE N HHEE & OBEIZ OV T
WEITNELERY, —F, b hOOBIYEFTIIE A OFE CITRBERIL
N R FAANTIE0.053%, HARATIZ0.045% L SHTEBY, NhFLAL
HARND O #HZEARITIRI L TV D, AL, & b0 EZEAERF
DB L, 2 WEOT U7 RIEOHIZE > T MEOX2 D5 125 %

& FHEMENE A SR ORI OWTlE T 2 2 & 2 HRZIT > TV,
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FHARFFEE BRI IE A T OISR B PR B B B n - SR R JEsAE | 12




No. .2 . (2000 FLAND Z &) BB

KOARFTENTODEIEFERD D B N T A ADIIERVE N %5
WEMBE (NSCP #) A LIARERHE, 277 4 (B 135 4. Lotk
142 4) & Uic, xHRBEIE, EF 72X M F LN 29034 (M 143 44, Ltk
150 40) ZfEH L Tz,

H AN B W TER RSP F M E R A B 0 =R 2 —IZBWn

W ST FRIEEME O AR (NSCP %) 1%, 91 4 (BB 30 4. &«
PE614) & Uiz, ctfREEE UCERA L7z @i 72 HAN 104 4 (B4 56 44,
M 48 44) @ SNPrs2237493 OBELIFHIX 1000 Genomes Browser % 5| H]
LT,

FH L, MEOX2 ¥&{5+® SNPrs2237493 |2xt L C TagMan® SNP
Genotyping Assay % i\ 7= StepOne™ Realtime PCR 4|2 L - T Genotype
DIRTE &AT > T2, FEIEMENE O FRERRE & XY & O X8 s TAEE O 72
ZEHMd 572, standard ¥ test Z W THET 21T > T e, FEEMRME D

HHFMBE & MEOX2 Bin 128 L OB 2 R E ST Hfatatr & LT
Allelic Odds Ratios (AOR) & Genotypic Odds Ratios (GOR) & 95%{Z#EH X
[#1(95%CI) A U CREAlE L7z, AMFZETIE, p<0.05 % H > T, AEAEA

D& LTV,
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G) OEZEMAT L= & A, IFEGEN: D Z R EMEE & R CII LIz B Wy
TRILEIE T DA~ X AOR 13 1.45(95%CT: 1.026-2.064, p < 0.05) Tdh
D, AEEZRD TV, —J7, BRAZETIE, TT, TG, GG ® 35D
Genotype S 1T HE 2% RO (p < 0.05), 472 Dominant model (TT)IZ 3
\WT GOR 3.47 (95%CI: 1.39-8.66, p < 0.05) T v . Heterozygotes
model(TG) 123 T GOR 0.36 (95%CI: 0.16-0.79, p < 0,05) & #4E LT
oo ARMTCIZEIT D 2 H EORBEOT —Z 585, LtElicksnwT, %t
SOBEIEF(TH L G) (AOR: 1.46, 95%CI: 1.09-1.95, p < 0.05) & Genotype
(TT, TG, GG, p < 0.05)IZHEZ%Z7H Tz, Dominant model (TT)IX
GOR 1.66(95%CI: 1.11-2.47, p <0.05)T& v . fho Genotype L ¥ £
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AREFFEIT, BB TN IS BT 2 IEREME D B R ORAELNE L L
E T & OIRMLZ S AEBIR RS 2 L CIHFREICAM B A D, A,
OFEHOFARIT, BT 25% & WV ) IFEFITERVEIAS &l LT, otk
D 75% & ERIZFAT HRMOVE DL LT MEOX2HEH LY 58D L
ZRx D, —HCTRAEMICTM N ZRENE X A4 I ZIEBME L LTI
MRV DENRDHDHEZEZOLNTEY, & F T, AHEOBAENTET T 5K
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P EMERLE ) 13 A/ R~ 7 2B WCHREOZEZICKT 5T
IRERET DL E2HE L TVDLN, 2O &EMMD W< DD DFEHL)
b ZMEDOMERNLE N E FOAZBHROFHIEICEET HERNTHL LB X
SN T ENPRBRIN TN D, HIERME N FHROFEIECE LTI, BED
PEARILE R Meox2 B 128 5 L OBENE A MR T 27204 %R I bR D
IR LE & BE LT,

ARIFFERRIE, A0 ORPESVE S, DERELE, 5520 ON BEE GG 7
FHEFHGT 2 & 2ABKEV, Ko TRMmIUI L (%) 0512

BT 5D EHE LT,




