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W2, DRHROFREHTHEBNERICONT, BETHRIEYTZAZH
Witk 2 BFENREIN TS, ZOH T, mesenchyme homeobox
2 Meox2) mutant mouse V. MZJWARNFHEET 5 LHEINTBD. ZD Neox?2
mutant mouse TIXOZFMN —EHEHR S N BITRE AR L THHRRNFE
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AEE. DEOZHICBITSBEHNERFEHO—BIET D I L2 BRI
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Rt 2o Tz, 1. HEREDBREZZNARELEDDNA I T2
2TV, FIHEGTFEROBRRBR LB TEA (152237493, rs113582077) I
T HMIABLRETHEMN E&EME TR ET )L (Dominant model,
Heterozygotes model, Recessive model) (2 %t 9 % Genotypic 0dds
Ratios (GOR) IZ X BT ZITo> T, 2, DNA > —J L AT K> THREE

DFD NIRRT EH (r52237493) Z2RRIT, OEOFKEMK (CL/P B
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All cleft) &2D 3 DDHYTH 1 7 (CLO &, CLP £, CPO #) {TXf L. Taqman
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o7z DNA =2 T AT, IHEMME NZREINEE (CPOEE) 914 (5B
3£, ik 604) ZRREL TN, £z, Taqman assay i X 5815
TEZEEH T, HARANIFEREOBOZREE (NSCL/P) 592 4 (B
306 4. Mk 286 ) Z2HREL TV, 2055, HANIDFEHEM (CLO
) 1424 (BEZA KMHET04), OFOFR (CLP #) 342 &4 (BiE
195 44, 201 147 4) . OFER (CPOEE) 1084 (B384, KET0£) T
Bl MEOX? BEFHLFIDMAIZIX,. Human BLAT Search Web - h

(https://genome. ucsc. edu/index. html) ZFEH L THO. BESZHAAN
@ SNP #HEEIEERIL. dbSNP (http://www. ncbi. nlm nih. gov/projects/SNP/)
BV B MEOX2SNP —4 (1708 > 7)) 2SI L TW/ (control :dbSNP
). ABFFERS SNPs D5 B, 15113582077 I2DWTIE, dbSNP i T — 4 2%
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00004 12K > TERBETIUTOHN TNz, TXTD Genomic DNA 14, QIAamp DNA
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RAHET T N—T 1 - T A 2~ 7 48 (HWE) . CPO #£ & Control: dbSNP
MOBEBRHEOM B THEZMMET 5720, BHE DF) 21 &Lk
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@DNA 3 — 2 T2 AIBWT, FHEMRMEORREE O INA U > 7V MEOKZ
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